tion with brilliant cresyl blue, large inclusion bodies were detected in peripheral red blood cells. The HbF and HbA, levels w m 10% and 2.24. respectively. Then/non-u-globin chain synthesis ratio was 1 5 A C G T while the other was normal (Fig I B) . This mutation produce an out of frame reading and a read through of the@-globin mRNA. until a new in-phase termination codon is encountered. resulting in an extended &chain. 157 amino acids long, with a different carboxy terminus from codon 94. To confirm the presence of this mutation.
we carried out a dot blot analysis with an oligonucleo!ide probe specific for this mutation with the followingqucnce: 5' GCACTGT-GTGACAAGCTG 3' . A positive signal was Ken in the DNA of the propositus but not in the parents (Fig IC) . The abnormal &chain described in this study was named H b Agnana from the town where the propasitus was born. It is most likely a d e novo mutation because both parents w m phenotypically and genotypically normal. The molecular diagnosis in our propositus was obtained by DNA sequencing of the &globin gene. because conventional chromatographic and electrophoretic techniques failed to detect any abnormal Hb. I t is pmsible that more sensitive 
